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Association Mapping: A New Paradigm for Dissection of
Complex Traits in Crops

Raj K. Pasam and Rajiv Sharma
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The silent assassines: Informatics of plant viral
silencing suppressors

Sohini Gupta, Sayak Ganguli, and Abhijit Datta
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Tackling the Heat-Stress Tolerance in Crop Plants: A
Bioinformatics Approach

Sudhakar Reddy Palakolanu, Vincent Vadez, Sreenivasulu
Nese, and Kavi Kishor P.B.
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Comparative Genomics of Cereal Crops: Status and Future
Prospects
Sujay Rakshit and K.N. Ganaphy
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A Comprehensive Application of

Bioinformatics and Computational Statistics in Rice

Overview on

Genomics Toward an Amalgamated Approach for Improving
Acquaintance Base

Jahangir Imam, Mukesh Nitin, Neha Nancy Toppo, Nimai
Prasad Mandal, Yogesh Kumar, Mukund Variar, Rajib
Bandopadhyay, and Pratyoosh Shukla
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Contribution of Bioinformatics to Gene Discovery in
Salt Stress Responses in Plants

P. Hima Kumari, S. Anil Kumar, Prashanth Suravajhala,
N. Jalaja, P. Rathna Giri, and Kavi Kishor P.B.
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Peanut Bioinformatics: Tools and Applications for
Developing More Effective Immunotherapies for Peanut
Allergy and Improving Food Safety

Venkatesh Kandula, Virginia A. Gottschalk, Ramesh Katam,
and Roja Rani Anupalli
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Plant MicroRNAs: An Overview
Kompelli Saikumar and Viswanathaswamy Dinesh Kumar
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ESTs in Plants: Where Are We Heading?

Sameera Panchangam, Nalini Mallikarjuna, and Prashanth
Suravajhala
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Bioinformatics Strategies Associated with Important
Ethnic Medicinal Plants

Priyanka James, S. Silpa, and Raghunath Keshavachandran
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Mining Knowledge from Omics Data
Katsumi Sakata, Takuji Nakamura, and Setsuko Komatsu
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Cloud Computing in Agriculture

L.N. Chavali
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Bioinformatic Tools in the Analysis of Determinants of
Pathogenicity and Ecology of Entomopathogenic Fungi Used
as Microbial Insecticides in Crop Protection
Uma Devi Koduru, Sandhya Galidevara, Annette Reineke,
and Akbar Ali Khan Paan
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Exploring the Genomes of Symbiotic Diazotrophs with
Relevance to Biological Nitrogen Fixation

Subarna Thakur, Asim K. Bothra, and Arnab Sen
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Plant-Microbial Interaction: A Dialogue Between Two
Dynamic Bioentities

Khyatiben V. Pathak and Sivaramaiah Nallapeta
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Machine Learning with Special Emphasis on Support
Vector Machines (SVMs) in Systems Biology: A Plant
Perspective

Tiratha Raj Singh
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Xanthine Derivatives: A Molecular Modeling Perspective

Renuka Suravajhala, Rajdeep Poddar, Sivaramaiah
Nallapeta, and Saif Ullah
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